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Inheritance Pattern. Inheritance in accordance with
Mendelian expectations was observed in four threegeneration international reference families.
Allele Frequencies. Frequency of allele 1 was determined in Meishan (.28; n = 9), Large White (.95; n = 11), and wild boar (1.0; n = 2 ) grandparents from the PiGMaP families (Archibald et al., 1995) . Additionally, the allele 1 frequency was 1.0 in Chester White ( n = 7), .93 in Duroc ( n = 7), .88 in Hampshire ( n = 9), .81 in Landrace ( n = 8), and .85 in Yorkshire ( n = 10) from Iowa State University.
Chromosomal Location. 
Comments.
Very-long-chain acyl-CoA dehydrogenase is an enzyme that catalyzes the boxidation of long-chain fatty acids. In humans, a deficiency of this b-oxidation process due to a defective ACADVL gene has been linked to the occurrence of cardiomyopathy, severe lipid storage in body organs, liver dysfunction, skeletal myopathy, and sudden death during childhood. Close linkage of ACADVL with ALOX12 seems to be a conserved feature across species because both genes have been assigned to human chromosome 17p13 and mouse chromosome 11.
